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B Hacrosee BpeMst OCHOBHBIE 3aKITIOUEHUS O (PUIOTEHETHUECKOI CTPYKType Oeryxu 0a3supyroTcs Ha JaHHBIX O
HYKJICOTHUIHBIX MOCITEN0BATEIBHOCTAX KOHTpOIbHOTO perroHa MTJHK (O'Corry-Crowe et al. 2010, Memepckuii u
np. 2013). Hcnonp3oBanue emie OJHOrO Mapkepa — reHa nuroxpoma 6 mMT/IHK, mo3Bonmio moAaTBEpAMTH, YTO
rpymmnsl O6enyx, JeTyromux B CaxalnHCKOM 3aJIMBE U BIOJIb 3aMafHOro nmodepexbs: KamMuaTku B OCHOBHOM COCTOSIT
u3 0co0ei, OTHOCSIIMXCS K JBYM DPa3HbIM, 3HAYHUTEJIbHO IUCTAHIMPOBAHHBIM (HUIOr€HETHYECKHM JMHHAM. B
POCCHICKHX BOJax OEIyXH «KaM4aTCKOi» (MIOTpYIIIBI BCTPEYAIOTCS TAK)KE B CEBEPO-3amagHoi yacti bepunrosa
MOpst (M, BO3MOXXHO, B BOCTOYHOW YacTH apKTUUECKOro mnodepexkbst EBpasum, — Haxoaka ONM3KOro BapUaHTa
MOCJIE/IOBATENILHOCTH KOHTPOJIBHOTO pernoHa B paiioHe apxumenara Hopaenmensna B Kapckom mope). bemyxu
«CaxaJMHCKOI» ¢umimorpynmsl, momMuMo OXoTckoro, otMedeHsl B bepuaroBom m UykoTckoMm Mopsix. M3BecTHBIC
JaHHBIE O TocienoBaTensHOCTH KoHTpoibHOTO perroHa MTIHK (O'Corry-Crowe et al., 2010 u mp.) mo3BOJISIOT
MpeAINoaraTh MIMPOKOE PacIpOCTPaHEHHE 3TOH (IIIOTPYMIIBI B apKTHYECKNX MOPSX 3alagHOro MOMYIIApHs, XOTS
UICHTUYHOCTH PsiJia TAIIOTHIIOB, M3BECTHBIX OJHOBPEMEHHO M3 PAa3HBIX PETHOHOB, HYXIAE€TCSl B MOATBEPKACHUN
aHaIM30M OoJee TPOTSHKEHHBIX YYAaCTKOB MHTOXOHAPHAIGHOTO TE€HOMAa. B OTHOIIEHMM psina APYTHX
MHUTOXOH/IPHANIBHBIX JINHWUH, U3BECTHBIX Ul OemyX m3 ApKTHKHU (B poccHiicKHX Bojgax — bepunroso, UykoTckoe u
benoe mMopsi), huioreHeTHYECKUT aHAIM3 C UCTIOIB30BAaHUEM TI0CIIEI0BATEIBHOCTEH TeHa IUTOXpOMa O, HAPOTHB,
CTaBUT II0J] COMHCHHE BO3MOXHOCTh OOBCIMHCHHS WX B €AMHYI (uiorpymmy. Bo3MOXHO, COBPEMEHHOE
HaACCJICHUC 6eﬂyx ApKTI/IKI/I OpeACTaBJICHO HC TOJIBKO HM3BECTHBIMU, HO W APYIrMMHU, IIOKa HE BbIABJICHHBIMU,
(l)I/IJ'IOI‘eHeTI/I‘-IeCKI/IMI/I JIMHUAMHU B COCTAaBC JAHHOI'O BUA.
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At present, the main conclusions about of beluga whale phylogeograhy are based on data of nucleotide
sequences of the mtDNA control region (O'Corry-Crowe et al. 2010, Meschersky et al. 2013). Our analysis using an
additional genetic marker — mtDNA cytochrome b gene, proved the fact what the most of belugas summering in
Sakhalin Gulf and off the west Kamchatka coast belong to two different distant phylogenetic lineages. In Russian
seas belugas of «kamchatka» phylogroup also known from north-western part of the Bering Sea, and, possibly,
occur eastern part of Eurasia Arctic coast (close-related control region sequence was found in beluga in Nordensheld
Archipelago in the Kara Sea). Belugas of «sakhalin» phylogenetic lineage are known, besides the Okhotsk Sea, in
Bering and Chukchi seas. Known data of mtDNA control region sequences (O'Corry-Crowe et al., 2010, etc.) allows
to suggest wide distribution of this phylogroup across Arctic seas of Western Hemisphere, although the identity of
some haplotypes found in more than one region should be confirmed by analysis of additional parts of mitochondrial
genome. Regarding some other mitochondrial lineages known for arctic belugas (off the Russian coasts — Bering,
Chukchi and White seas), the using of cytochrome b sequences, on the contrary, casts doubts upon their relatedness
and possibility to combine them into a single phylogroup. It is possible that modern arctic beluga's populations
include, besides known ones, some others phylogenetic lineages, not revealed for today.



