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MertoaMu oTIpefeeHNsT HyKJISOTHIHOH MOC/Ie[0BaTeIbHOCTH KOHTPOJIBHOTO pernoHa Mutoxonapuanbaoit JJHK u
AJJIENBHOTO COCTaBa JEBATH MUKPOCATEIUIUTHBIX JOKYyCcOB siaepHoil JJHK ananusupoBamy reHeTHUECKYIO CTPYKTYpy de-
THIpEX JICTHUX CKOIuleHuH Oenyxu Delphinapterus leucas B CaxaqMHCKOM 3aliBe, YACKOU ry0e, y 3amagHoOro mooepeskbs
n-Ba Kamuarka (Oxorckoe mope) u B AHajibipckom Jinmane (bepurroBo mope). [Tokazano, 4To KaxkJ10€ CKOIJICHHE XapakK-
Tepu3yeTcst 000COOIEHHBIM HAOOPOM MAaTEPUHCKUX JIMHUH, YTO CBHJETEILCTBYET O BEICOKOH CTENeH! (QMIIONaTpUH ATOTO
Buja. bemyxu AHaIbIpCKOTO JIMMaHA TeHETHIECKH M30JMPOBaHBI 0T Gexyx OxoTckoro Mopsi. bexyxu neTHuX ckoruieHui
CaxaJIMHCKOTO 3aJIBa U YICKOU T'yOBI IMEIOT OOIIMIT TeHeTHYECKUH Myl ¥ OTHOCSITCS K €MHOM TOIYIISIUU, OJHAKO Oe-
JyXH, JIETYIOMNUe y 3amafHoro nodepexns: KaMyaTky, ¢ BEICOKOH CTEHEHBIO BEPOSTHOCTH OTHOCSITCS K JPYTOH MOIyIs-
uun. Ha ocHOBaHMUM cpaBHEHUS HYKJICOTHIHBIX MocienoBarensHocteit MTJJHK OenyXx u3 pasHbBIX perHOHOB POCCHICKOTO
JansHero BocToka 1 ceBepoaMepruKaHCKOro MPHUOPEKbst BRICKA3aHO MPEANOTIOKeHNUE O (OPMUPOBAHUH CTPYKTYPBI Hace-
nenust 6enryx CeepHoii [Tarupuxu B mocieneHIKOBOE BpeMsl.

KuaroueBsie cioBa: 6enyxa, Delphinapterus leucas, monynsinoHHas CTPYKTypa, MuToxoHApuansHas JJHK, Mukpo-
CaTCeIUTUTHBIC JIOKYCHL.
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Using data on mitochondrial DNA control-region sequences and the allelic composition of 9 nuclear DNA microsat-
ellite loci, we analyzed the genetic structure of four summer aggregations of the beluga whale Delphinapterus leucas: in
Sakhalin Bay, Udskaya Guba Bay, at the western coast of the Kamchatka Peninsula (Sea of Okhotsk), and in the Anadyr
Estuary (Bering Sea). Each of the aggregations is characterized by a distinct composition of maternal lines, thus proving the
high level of philopatry in this species. Anadyr Estuary beluga whales are genetically isolated from Sea of Okhotsk belugas.
Summer beluga whale aggregations in Sakhalin Bay and Udskaya Guba Bay have a common genetic pool and belong to
a single population; however, there is strong evidence that beluga whales summering off western Kamchatka belong to a
different population. Based on comparison of the mtDNA sequences of beluga whales from different regions of the Russian
Far East and North America, a view on the formation of North Pacific beluga whale population structure in the post-Glacial
period is proposed. (Biologiya Morya, 2013, vol. 39, no. 2, pp. 126-135).
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